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t 



ACCATGTAGC6GCCCTGC6CGCTCGCTCGCTCACTGA6GCCGCCCGGGCAAAGCCCGGGCGTCGGGCGACCTTTGGT 

CGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTTGTAGTTAAT 

GATTAACCCGCCATGCTACTTATCTACGTAGCCATGCTCTAGGGAATTGGCCGCGGAATTTCGACTCTAGGCCATTG 

CATACGTTGTATCTATATCATAATATGTACATTTATATTGGCTCATGTCCAATATGACCGCCATGTTGACATTGATT 

ATTGACTAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAAC 

TTACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATA 

GTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCA 

AGTGTATCATATGCCAAGTCCGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTACA 

TGACCTTACGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGG 

CAGTACACCAATGGGCGTGGATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAG 

TTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAATAACCCCGCCCCGTTGACGCAAATGGGCGGTA 

GGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGC 

TGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGCCTCCGCGGCCGGGAACGGTGCATTGGAACGCGGATTCC 

CCGTGCCAAGAGTGACGTAAGTACCGCCTATAGACTCTATAGGCACACCCCTTTGGCTCTTATGCATGCTATACTGT 

TTTTGGCTTGGGGCCTATACACCCCCGCTCCTTATGCTATAGGTGATGGTATAGCTTAGCCTATAGGTGTGGGTTAT 

TGACCATTATTGACCACTCCCCTATT6GTGACGATACTTTCCATTACTAATCCATAACATGGCTCTTTGCCACAACT 

ATCTCTATTGGCTATATGCCAATACTCTGTCCTTCAGAGACTGACACGGACTCTGTATTTTTACAGGATGGGGTCCA 

TTTATTATTTACAAAnCACATATACAACAACGCCGTCCCCCGTGCCCGCAGnTTTAnAAACATAGCGTGGGATC 

TCCGACATCTCGGGTACGTGTTCCGGACATGGGCTCTTCTCCGGTAGCGGCGGAGCTTCCACATCCGAGCCCTGGTC 

CCATCCGTCCAGCGGCTCATGGTCGCTCGGCAGCTCCTTGCTCCTAACAGTGGAGGCCAGACTTAGGCACAGCACAA 

TGCCCACCACCACCAGTGTGCCGCACAAGGCCGTGGCGGTAGGGTATGTGTCTGAAAATGAGCTCGGAGATTGGGCT 

CGCACCTGGACGCAGATGGAAGACTTAAGGCAGCGGCAGAAGAAGATGCAGGCAGCTGAGTTGTTGTATTCTGATAA 

GAGTCAGAGGTAACTCCCGTTGCGGTGCTGTTAACGGTGGAGGGCAGTGTAGTCTGAGCAGTACTCGTTGCTGCCGC 

GCGCGCCACCAGACATAATAGCTGACAGACTAACAGACTGTTCCTTTCCATGGGTCTTTTCTGCAGTCACCGTCGTC 

GACCTAAGAATTCAGGCCTAAGCTTCCTAGGTATCGATCTCGAGCAAGTCTAGAGGGAGACCACAACGGTTTCCCTC 

TAGCGGGATCAATTCCGCCCCCCCCCCTAACGTTACTGGCCGAAGCCGCTTGGAATAAGGCCGGTGTGCGTTTGTCT 

ATATGTTATTTTCCACCATATTGCCGTCTTTTGGCAATGTGAGGGCCCGGAAACCTGGCCCTGTCTTCTTGACGAGC 

ATTCCTAGGGGTCTTTCCCCTCTCGCCAAAGGAATGCAAGGTCTGTTGAATGTCGTGAAGGAAGCAGTTCCTCTGGA 

AGCTTCTTGAAGACAAACAACGTCTGTAGCGACCCTTTGCAGGCAGCGGAACCCCCCACCTGGCGACAGGTGCCTCT 

GCGGCCAAAAGCCACGTGTATAAGATACACCTGCAAAGGCGGCACAACCCCAGTGCCACGTTGTGAGTTGGATAGTT 

GTGGAAAGAGTCAAATGGCTCTCCTCAAGCGTATTCAACAAGGGGCTGAAGGATGCCCAGAAGGTACCCCATTGTAT 

GGGATCTGATCTGGGGCCTCGGTGCACATGCTTTACATGTGTTTAGTCGAGGTTAAAAAAACGTCTAGGCCCCCCGA 

ACCACGGGGACGTGGTTTTCCTTTGAAAAACACGATAATACCATGGCCGCCGGGAGCATCACCACGCTGCCAGCCCT 

GCCGGAGGACGGCGGCAGCGGCGCTTTCCCGCCGGGCCACTTCAAGGACCCCAAGCGGCTGTACTGCAAGAACGGGG 

GCTTCTTCCTGCGCATCCACCCCGACGGCCGAGTGGACGGGGTCCGCGAGAAGAGCGACCCACACATCAAACTACAA 

CTTCAAGCAGAAGAGAGAGGGGTTGTGTCTATCAAAGGAGTGTGTGCAAACCGTTACCTTGCTATGAAAGAAGATGG 

AAGATTACTAGCnCTAMTGTGnACAGACGAGTGTnCTTnnGMCGATTGGAGTCTMTM^ 

ACCGGTCAAGGAAATACACCAGTTGGTATGTGGCACTGAAACGAACTGGGCAGTATAAACTTGGATCCAAAACAGGA 

CCTGGGCAGAMGCTATACTTTTTCTTCCMTGTCTGCTMGAGCTGATCTTMTGGCAGCATCTGATCTCATTTTA 

CATGAAGCTGGTGGCATCCCTGTGACCCCTCCCCAGTGCCTCTCCTGGCCCTGGAAGTTGCCACTCCAGTGCCCACC 

AGCCTTGTCCTAATAAAATTAAGTTGCATCATTTTGTCTGACTAGGTGTCCTTCTATAATATTATGGGGTGGAGGGG 

GGTGGTATGGAGCAAGGGGCAAGTTGGGAAGACAACCTGTAGGGCCTGCGGGGTCTATTGGGAACCAAGCTGGAGTG 

CAGTGGCACAATCTTGGCTCACTGCAATCTCCGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTTG 
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TTGGGATTCCAGGCATGCATGACCAGGCTCAGCTAATTTTTGTTTTTTTGGTAGAGACGGGGTTTCACCATATTG6C 

CAGGCTGGTCTCCAACTCCTAATCTCAGGTGATCTACCCACCTTGGCCTCCCAAATTGCTGGGATTACAGGCGTGAA 

CCACTGCTCCCTTCCCTGTCCTTCTGATTTTAAAATAACTATACCAGCAGGAGGACGTCCAGACACAGCATAGGCTA 

CCTGGCCATGCCCAACCGGTGGGACATTTGAGTTGCTT6CTTGGCACTGTCCTCTCATGC6TTGGGTCCACTCAGTA 

GATGCCTGTTGAATTATCGGATCCACTACGCGTTAGAGCTCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGC 

CATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAAT 

GAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGA 

GGATTGGGMGACAATAGCAGGGGGGTGGGCGAAGMCTCCAGCATGAGATCCCCGCGCTGGAGGATCATCCAGCCA 

ATTCCCTAGAGCATGGCTACGTAGATAAGTAGCATGGCGGGTTAATCATTAACTACAAGGAACCCCTAGTGATGGAG 

TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACCAAAGGTCGCCCGACGCCCGGGCTTTGC 

CCGGGCGGCCTCAGTGAGCGAGCGAGCGCGCAGGGGGTGGGCGAAGAACTCCAGCATGAGATCCCCGCGCTGGAGGA 

TCATCCAGCCGGCGTCCCGGAAAACGATTCCGAAGCCCAACCTTTCATAGAAGGCGGCGGTGGAATCGAAATCTCGT 

GATGGCAGGTTGGGCGTCGCTTGGTCGGTCATTTCGAACCCCAGAGTCCCGCTCAGAAGAACTCGTCAAGAAGGCGA 

TAGAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAG 

CTCTTCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGCCACAGTCGATGA 

ATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCCG 

TCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATCATCCTG 

ATCGACAAGACCGGCTTCCATCCGAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAGGTAG 

CCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTCGGCAGGAGCAAGGTGAGATGAC 

AGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGC 

GCAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGGT 

CGGTCTTGACAAAAAGAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGT 

TGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAACCTGCGTGCAATCCATCTTGTTCAATCAT 

GCGAAACGATCCTCATCCTGTCTCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAGAAAGCCA 

TCCAGTTTACTTTGCAGGGCTTCCCAACCTTACCAGAGGGCGCCCCAGCTGGCAATTCCGGTTCGCTTGCTGTCCAT 

AAAACCGCCCAGTCTAGCTATCGCCATGTAAGCCCACTGCAAGCTACCTGCTTTCTCTTTGCGCTTGCGTTTTCCCT 

TGTCCAGATAGCCCAGTAGCTGACATTCATCCGGGGTCAGCACCGTTTCTGCGGACTGGCTTTCTACGTGTTCCGCT 

TCCTTTAGCAGCCCTTGCGCCCTGAGTGCTTGCGGCAGCGTGAAGCTGTCAATTCCGCGTTAAATTTTTGTTAAATC 

AGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAMTCAAAAGAATAGCCCGAGATA6GGTTGAG 

TGnGTTCCAGTnGGMCMGAGTCCACTAnAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCTATC 

AGGGCGATGGCGGATCAGCTTATGCGGTGTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCTC 

TTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGG 

TMTACGGTTATCCACAGAATCAGGGGATMCGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAAC 

CGTAAAMGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG 

TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTG 

TTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGC 

TGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCG 

CTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTG 

GTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACT 

AGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGG 

CAMCAMCCACCGCTGGTAGCGGCGGTTTnTGTTTGCMGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGA 

AGATCCTTTGATCTTTTCTTACTGAACGGTGATCCCCACCGGAATT 
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Nucleotide Sequence of pDlO-VEGFuc 



AAAACnGtm^ 

TGTTGACAnGAnATTGACTAGnAnMTAGTMTCMnACGGGGTCATTAGnCATAGCCCATATATGGAGTTCCGCGTTACATMCnACGGTAM 

TGGCCCGCCT6GCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAAT 

GGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTCCGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCC 

TGGCAnATGCCCAGTACATGACCnACGGGACTTTCCTACTTGGCAGTACATCTACGTAnAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTA 

CACCMTGGGCGTGGATAGCGGTnGACTCACGGGGATTTCCMGTCTCCACCCCAnGACGTCMTGGGAGTTTGTTTTGGCACCAAAATCAACGGGACT 

nCCAAMTGTCGTAATMCCCCGCCCCGnGACGCAMTGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATMGCAGAGCTCGTTTAGTGAACCGTCAG 

ATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGMGACACCGGGACCGATCCAGCCTCCGCGGCCGGGAACGGTGCATTGGAACGCGGATTCC 

CCGTGCCMGAGTGACGTAAGTACCGCCTATAGACTCTATAGGCACACCCCTTTGGCTCnATGCATGCTATACTGTTTTTGGCTTGGGGCCTATACACCC 

CCGCTCCTTATGCTATAGGTGATGGTATAGCnAGCCTATAGGTGTGGGnAnGACCAnATTGACCACTCCCCTAnGGTGACGATACTTTCCATTACT 

MTCCATMCATGGCTCTnGCCACMCTATCTCTAnGGCTATATGCCMTACTCTGTCCnCAGAGACTGACACGGACTCTGTATTTTTACAGGATGGG 

GTCCATTTAnAnTACAAATTCACATATACAACAACGCCGTCCCCCGTGCCCGCAGTTTTTAnAAACATAGCGTGGGATCTCCGACATCTCGGGTACGT 

GTTCCGGACATGGGCTCTTCTCCGGTAGCGGCGGAGCTTCCACATCCGAGCCCTGGTCCCATCCGTCCAGCGGCTCATGGTCGCTCGGCAGCTCCTTGCTC 

CTAACAGTGGAGGCCAGACTTAGGCACAGCACAATGCCCACCACCACCAGTGTGCCGCACAAGGCCGTGGCGGTAGGGTATGTGTCTGAAAATGAGCTCGG 

AGATTGGGCTCGCACCTGGACGCAGATGGAAGACTTAAGGCAGCGGCAGAAGAAGATGCAGGCAGCTGAGTTGTTGTATTCTGATAAGAGTCAGAGGTAAC 

TCCCGTTGCGGTGCTGTTAACGGTGGAGGGCAGTGTAGTCTGAGCAGTACTCGTTGCTGCCGCGCGCGCCACCAGACATAATAGCTGACAGACTAACAGAC 

TGnCCTTTCCATGGGTCTnTCTGCAGTCACCGTCGTCGACCTMGAAnCGCCCnCGAMCCATGMCTTTCTGCTGTCTTGGGTGCATTGGAGCCTT 

GCCTTGCTGCTCTACCTCCACCATGCCAAGTGGTCCCAGGCTGCACCCATGGCAGAAGGAG6AGGGCAGAATCATCACGAAGTGGTGAAGTTCATGGATGT 

CTATCAGCGCAGCTACTGCCATCCAATCGAGACCCTGGTGGACATCTTCCAGGAGTACCCTGATGAGATCGAGTACATCTTCAAGCCATCCTGTGTGCCCC 

TGATGCGATGCGGGGGCTGCTGCAATGACGAGGGCCTGGAGTGTGTGCCCACTGAGGAGTCCAACATCACCATGCAGATTATGCGGATCAAACCTCACCAA 

GGCCAGCACATAGGAGAGATGAGCTTCCTACAGCACMCAMTGTGMTGCAGACCAMGAMGATAGAGCMGACAAGAAAATCCCTGTGGGCCTTGCTC 

AGAGCGGAGAMGCATTTGnTGTACMGATCCGCAGACGTGTAMTGTTCCTGCAAAAACACAGACTCGCGTTGCAAGGCGAGGCAGCTTGAGTTAAACG 

AACGTACTTGCAGATGTGACAAGCCGAGGCGGTGAGCCGGGCAGGAGGAAGGAGCCTCCCTCAGGGTTTCGGGAACCAGATCTCTCACCAGGAAAGACTGA 

TACAGAMGGGCGMTTCAGGCCTAAGCTTCCTAGGTATCGATCTCGAGCAAGTCTAGAAAGCCATGGATATCGGATCCACTACGCGTTAGAGCTCGCTGA 

TCAGCCTCGACTGTGCCTTCTAGnGCCAGCCATCTGTTGnTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTA 

ATAAMTGAGGAMTTGCATCGCATTGTCTGAGTAGGTGTCAnCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATA 

GCAGGGGGGTGGGCGAAGAACTCCAGCATGAGATCCCCGCGCTGGAGGATCATCCAGCTAGCAAGTCCCATCAGTGATGGAGTTGGCCACTCCCTCTCTGC 

GCGCTCGCTCGCTCACT(BAGGCCGGGCGACCAMGGTCGCCCGACGCCCGGGCmGCCCGGGCGGCCTCAGTGAGCGAGCGAGCGCGCCAGCGAn^ 

TGTnGCTCCAGACTCTCAGGCMTGACCTGATAGCClTrGTAGAGACCTCTCAAAMTAGCTACCCTCTCCGGCATGMTTTATCAGCTAGM 

ATATCATAHGATGGTGATnGACTGTCT^^ 

CTAAAMTTmATCCTTGCGTTGMTAMGGCTTCTCCCGC/WWGTAnACAGGGTCATMTGm 
GCTTTATTGCnMTTTTGCTMnCTTTGCCTTGCCTGTATGAnTATTGGATGnGGMnCCTGATGCGGTAT^ 
TTTCACACCGCATATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACGCGCCCTGACGG 
GCnGTCTGCTCCCGGCATCCGCTTACAGACAAGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAAACGCGCGAGACG 

AAAGGGCCTCGTGATACGCCTA1TIW 
CTAlTTGTlTAlTrrrCTAMTACAnCAMTATGTATCCGCTCATGAGACM^ 
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AnCMCAnTCCGTGTCGCCCnATTCCCnTTTTGCGGCATTnGCCnCCTGTTmGCTCACCCAGAMCGCTGGTGAMGTAAMGATGCT(W^GA 
TCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCCnGAGAGnTTCGCCCCGAAGAACGTTnCCAATGATGAGCACTT 
TTAAAGTTCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTAC 
TCACCAGTCACAGAAMGCATCTTACGGATGGCATGACAGTMGAGMTTATGCAGTGCTGCCATMCCATGAGTGATAACACTGCGGCCAACTTACTTCT 
GACMCGATCGGAGGACCGMGGAGCTMCCGCTTTTnGCACMCATGGGGGATCATGTMCTCGCCnGATCGTTGGGAACCGGAGCTGAATGAAGCCA 
TACCAMCGACGAGCGTGACACCACGATGCCTGTAGCMTGGCMCMCGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAA 
nMTAGACTGGATGGAGGCGGATAMGnGCAGGACCACTTCTGCGCTCGGCCCnCCGGCTGGCTGGTnATTGCTGATAAATCTGGAGCCGGTGAGCG 
TGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAA 
ATAGACAGATCGCTGAGATAGGTGCCTCACTGATTMGCAnGGTAACTGTCAGACCMGTnACTCATATATACTTTAGAnGATnAAM 

TMTnAAMGGATCTAGGTGMGATCCTTTTTGATMTCTCATGACCAAMTCCCn^ 

GATCAMGGATCTTCnGAGATCCTTnTnCTGCGCGTAATCTGCTGCnGCAMCAAAAAMCCACCGCTACCAG^ 

AGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAAC 

TCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATA 

GTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTG 

AGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGG 

GGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAA 

CGCCAGCAACGCGGCCTTTnACGGnCCTGGCCTmCTGGCCnnGCTCACATGTTCm 

CCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACGCAAACCGCCT 
CTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGACCTTTGGTCGCCC 

GGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTGAT 
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Nucleotide Sequence of pD10-SFlt-l 



AAMCTTGCG6CCGCG6AATTTCGACTCTAGGCCATTGCATACGTTGTATCTATATCATAATATGTACATTTATATTGGCTCATGTCCAATATGACCGC 

CATGTTGACATTGATTATTGACTAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGG 

TAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGAC 

GTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTCCGCCCCCTATTGACGTCAATGACGGTAAAT 

GGCCCGCCTGGCATTATGCCCAGTACATGACCTTACGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGT 

TTTGGCAGTACACCMTGGGCGTGGATAGCGGTTTGACTCACGGGGATTTCCMGTCTCCACCCCATTGACGTCMTGGGAGTTTGTTTTGGCACCAAA 

ATCAACGGGACTTTCCAAAATGTCGTAATAACCCCGCCCCGTTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCGTT 

TAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGCCTCCGCGGCCGGGAACGGTGCA 

nGGMCGCGGAnCCCCGTGCCMGAGTGACGTMGTACCGCCTATAGACTCTATAGGCACACCCCTTTGGCTCTTATGCATGCTATACTGTlTTTGG 

CTTGGGGCCTATACACCCCCGCTCCTTATGCTATAGGTGATGGTATAGCTTAGCCTATAGGTGTGGGTTATTGACCATTATTGACCACTCCCCTATTGG 

TGACGATACnTCCAnACTAATCCATAACATGGCTCnTGCCACAACTATCTCTAnGGCTATATGCCAATACTCTGTCCnCAGAGACTGACACGGA 

CTCTGTAnTTTACAGGATGGGGTCCATTTAnATTTACAMnCACATATACAACMCGCCGTCCCCCGTGCCCGCAGTTTTTAnAAACATAGCGTG 

GGATCTCCGACATCTCGGGTACGTGTTCCGGACATGGGCTCTTCTCCGGTAGCGGCGGAGCTTCCACATCCGAGCCCTGGTCCCATCCGTCCAGCGGCT 

CATGGTCGCTCGGCAGCTCCTTGCTCCTAACAGTGGAGGCCAGACTTAGGCACAGCACAATGCCCACCACCACCAGTGTGCCGCACAAGGCCGTGGCGG 

TAGGGTATGTGTCTGAAAATGAGCTCGGAGATTGGGCTCGCACCTGGACGCAGATGGAAGACTTAAGGCAGCGGCAGAAGAAGATGCAGGCAGCTGAGT 

TGTTGTATTCTGATAAGAGTCAGAGGTAACTCCCGTTGCGGTGCTGTTAACGGTGGAGGGCAGTGTAGTCTGAGCAGTACTCGTTGCTGCCGCGCGCGC 

CACCAGACATMTAGCTGACAGACTMCAGACTGnCCTTTCCATGGGTCTTTTCTGCAGTCACCGTCGTCGACCTAAGAATTCGCCCTTTCACCATGG 

TCAGCTACTGGGACACCGGGGTCCTGCTGTGCGCGCTGCTCAGCTGTCTGCTTCTCACAGGATCTAGTTCAGGTTCAAAATTAAAAGATCCTGAACTGA 

GTTTAAAAGGCACCCAGCACATCATGCAAGCAGGCCAGACACTGCATCTCCAATGCAGGGGGGAAGCAGCCCATAAATGGTCTTTGCCTGAAATGGTGA 

GTAAQGAAAG(^AAAGGCTGAGCATAACTAAATCTGCCTCTGGAAG^ 

ACACTGGCnCTACAGCTGCAMTATCTAGCTGTACCTACnCAMGAAGMGGAMCAGMTCTGCMTC^^ 

CTTTCGTAGAGATGTACAGTGAMTCCCCGAMTTATACACATGACTGAAGGAAGGGAGCTCGTCATTCCCTGCCGGGTTACGTCACCTAACATCACTG 

TTACTTTAAAAMGTnCCACnGACACTnGATCCCTGATGGAAMCGCATMTCTGGGACAGTAGAMGGGCnCATCATATCAAATGCMCGTA^ 

MGAMTAGGGCTTCTGACCTGTGMGCAACAGTCMTGGGCATnGTATMGACAAACTATCTCACACATCGACAAACCAATACAATCATAGATGTCC 

AAATMGCACACCACGCCCAGTCAMTTACTTAGAGGCCATACTCTTGTCCTCAATTGTACTGCTACCACTCCCTTGAACACGAGAGTTCAAATGACCT 

GGAGTTACCCTGATGAAAAAMTMGAGAGCnCCGTAAGGCGACGMnGACCAMGCMTTCCCATGCCMCATATTCTACAGTGncnACTAn 

ACAAMTGCAGMCAMGACAMGGACTTTATACnGTCGTGTMGGAGTGGACCATCAnCAMTCTGTTAACACCTCAGTGCATATATATGATAAAG 

CATTCATCACTGTGAMCATCGAAMCAGCAGGTGCnGAMCCGTAGCTGGCMGCGGTCTTACCGGCTCTCTATGAMGTGAAGGCATTTCCCTCGC 

CGGMGTTGTATGGnAMGATGGGTTACCTGCGACTGAGAMTCTGCTCGCTATnGACTCGTGGCTACTCGTTMnAT^ 

AGGATGCAGGGMTTATACMTCTTGCTGAGCATAM^ 

ACGAAMGGCCGTGTCATCGTTTCCAGACCCGGCTCTCTACCCACTGGGCAGCAGACAAATCCTGACTTGTACCGCATATGGTATCCCTCAACCTACAA 

TCMGTGGTTCTGGCACCCCTGTMCCATMTCATTCCGMGCMGGTGTGACTnTGnCCMTMTGMGAGTCCTnATCCTGGATGCT 

ACATGGGAMCAGMTTGAGAGCATCACTCAGCGCATGGCMTMTAGMGGAMGMTAAGATGGCTAGCACCTTGGTTGTGGCTGACTCTAGAATTT 

CTGGMTCTACAnTGCATAGCTTCCMTAMGnGGGACTGTGGGMGAMCATMGCTTnATATCACAGATGTGCCAMTGGGnTCATGnAACT 

TGGAAAAMTGCCGACGGMGGAGAGGACCTGAMCTGTCnGCACAGnMCMGncnATACAGAGACGTTACTTGGAnmCTG 

ATMCAGMCMTGCACTACAGTATTAGCMGCAAAAMTGGCCATCACTMGGAGCACTCCATCACTCTTMTCTTACCATCATGAATGTTTCCCTGC 

MGA1TCAGGCACCTATGCCTGCAGAGCCAGGMTGTATACACAGGGGMGAMTCCTCCAGMGAAAGAAATTACAATCAGAGGTGAGCACTGCAACA 

AMGGCTGTTTTCTCTCGGATCTCCAAAlTTAAMGCACAAGGMTGAnGTACCACACAMGTMTGTAAMCAn 

CAGTTGTCTCATATCATCnGATTTATTGTCACTGnGCTMCTnCAGGCTCMGGGCGMTTCAGGCCTMGCTTCCTAGGTATCGATCTCGAGCM 

GTCTAGAMGCCATGGATATCGGATCCACTACGCGnAGAGCTCGCTGATCAGCCTCGACTGTGCCnCTAGTTGCCAGCCATCTGTTGTTTGCCCCTC 
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CCCCGTGCCTTCCTTGACCCTGGMGGT6CCACTCCCACTGTCCTTTCCTMTAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTAT 

TCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGGGGGTGGGCGAAGAACTCCAGCATGAGATCCCCGCGCTGGA 

GGATCATCCAGCTAGCAAGTCCCATCAGTGATGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACCAAAGGTCGCCCGA 

CGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAGCGAGCGCGCCAGCGATTCTCTTGTTTGCTCCAGACTCTCAGGCAATGACCTGATAGCCTTTGT 

AGAGACCTCTCAAAMTAGCTACCCTCTCCGGCATGMTTTATCAGCTAGMCGGnGMTATCATAnGATGGTGATnGACTGTCTCCGGCCT^ 

CACCCGTnGMTCTnACCTACACATTACTCAGGCATTGCATn/WV\TATATGAGGGTTCTAAAMnnTATCCTTGCGTTGAMTAMGGCTTC^ 

CCCGCAMGTATTACAGGGTCATAATGTTTnGG 

CTGTATGAnTAnGGATGnGGMTTCCTGATGCGGTATTTTCTCCnACGCATCTGTGCGGTATnCACACCGCATATGGTGCACTCTCAGTACAAT 
CTGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACGCGCCCTGACGGGCTTGTCTGCTCCCGGCATCCGCTTACAGACA 
AGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAMCGCGCGAGACGAMGGGCCTCGTGATACGCCTATTTl^ 
GGTTMTGTCATGATMTMTGGTncnAGACGTCAGGTGGCACnTTCGGGGAMTGTGCGCGGMCCCCTAmGTmTmTCTAMTACATTC 

AMTATGTATCCGCTCATGAGACAATAACCCTGATAAATKni^™ 

TCCCTmTTGCGGCATTTTGCCnCCTGnmGCTCACCCAGAMCGCTGGTC^GTAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTA 
CATCGMCTGGATCTCMCAGCGGTMGATCCnGAGAGT^ 

GGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCA 
TCnACGGATGGCATGACAGTMGAGMTTATGCAGTGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACC 

GMGGAGCTMCCGCTTTTnGCACMCATC^ 

TGACACCACGATGCCTGTAGCMTGGCMCMCGnGCGCMCTAnMCTGGCGMCTACnACTCTAGCTTCCCGGCMCMnM 

GGAGGCGGATAAAGnGCAGGACCACnCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGG 

TATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGAT 

CGCT(^GATAGGTGCCTCACTGATTMGCAnGG 

MGGATCTAGGTGMGATCCTnTTGATMTCTCATGACCAAMTCCCnMCGTGAGTTnCGnCCACTGAGCGTCAGACCCCGTAGAAMGATCM 



ACCMCTCTTnTCCGMGGTMCTGGCTTCAGCAGAGCGCAGATACCAMTACTGTCCnCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTC 

TGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATA 

GTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCG 

TGAGCTATGAGAMGCGCCACGCnCCCGMGGGAGAMGGCGGACAGGTATCCGGTMGCGGCAGGGTCGGMCAGGAGAGCGCACGAGGGAGCTTCC 

AGGGGGMCGCCTGGTATClTTATAGTCCTGTCGGGTnCGCCACCTCTGACnGAGCGTCGATTTnGTGATGC 

GAAAMCGCCAGCMCGCGGCCTmTACGGnCCTGGCCmTGCTGGCCmTGCTCACATGTTCTnCCTGCGTTATCCCCTGAnCTGTGGATAA 

CCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACG 

CAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGAC 

CTTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTGAT 




TTGTTTGCCGGATCAAGAGCT 
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HumanFGF-20 

atggctcccttagccgaagtcgggggctttctgggcggcctggagggcttgggccagcag 
MAPLAEVGGFLGGLEGLGQQ 

gtgggttcgcatttcctgttgcctcctgccggggagcggccgccgctgctgggcgagcgc 
VGSHFLLPPAGERPPLLGER 

aggagcgcggcggagcggagcgcgcgcggcgggccgggggctgcgcagctggcgcacctg 
R S A A E R S A R G G P G A A Q L A H L 

cacggcatcctgcgccgccggcagctctattgccgcaccggcttccacctgcagatcctg 
HGILRRRQLYCRTGFHLQIL 

cccgacggcagcgtgcagggcacccggcaggaccacagcctcttcggtatcttggaattc 
PDGSVQGTRQDHSLFGILEF 

atcagtgtggcagtgggactggtcagtattagaggtgtggacagtggtctctatcttgga 
I S V A V G L V S I R G V D S G L Y L G 

atgaatgacaaaggagaactctatggatcagagaaacttacttccgaatgcatctttagg 
MNDKGELYGSEKLTSECI FR 

gagcagtttgaagagaactggtataacacctattcatctaacatatataaacatggagac 
EQFEENWYNTYSSNIYKHGD 

actggccgcaggtattttgtggcacttaacaaagacggaactccaagagatggcgccagg 
TGRRYFVALNKDGTPRDGAR 

tccaagaggcatcagaaatttacacatttcttacctagaccagtggatccagaaagagtt 
SKRHQKFTHFLPRPVDPERV 

ccagaattgtacaaggacctactgatgtacacttga 
P E L Y K D L L H Y T 
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Mouse FGF-21 cDNA in pGEM-T 

gagcgcagccctgatggaatggatgagatctagagttgggaccctgggactgtgggtccg SEQ ID NO: 1 
MEWMRSRVGTLGLWVR SEQ ID NO: 2 

actgctgctggctgtcttcctgctgggggtctaccaagcataccccatccctgactccag 
LLLAVFLLGVYQAYPIPDSS 

ccccctcctccagtttgggggtcaagtccggcagaggtacctctacacagatgacgacca 
PLLQFGGQVRQRYLYTODDQ 

agacactgaagcccacctggagatcagggaggatggaacagtggtaggcgcagcacaccg 
DTEAHLEIREDGTVVGAAHR 

cagtccagaaagtctcctggagctcaaagccttgaagccaggggtcattcaaatcctggg 
SPESLLELKALKPGVIQILG 

tgtcaaagcctctaggtttctttgccaacagccagatggagctctctatggatcgcctca 
VKASRFLCQQPDGALYGSPH 

ctttgatcctgaggcctgcagcttcagagaactgctgctggaggacggttacaatgtgta 
FDPEACSFRELLLEDGYNVY 

ccagtctgaagcccatggcctgcccctgcgtctgcctcagaaggactccccaaaccagga 
QSEAHGLPLRLPQKDSPNQD 

tgcaacatcctggggacctgtgcgcttcctgcccatgccaggcctgctccacgagcccca 
ATSWGPVRFLPMPGLLHEPQ 

agaccaagcaggattcctgcccccagagcccccagatgtgggctcctctgaccccctgag 
DQAGFLPPEPPDVGSSDPLS 

catggtagagcctttacagggccgaagccccagctatgcgtcctgactcttcctgaatc 
MVEPLQGRSPSYAS 
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SacII,12 
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3016,EcoRI 
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AAMCTTGCGGCCGCGGMTTTCGACTCTAGGCCATTGCATACGTTGTATCTATATCATAATATGTACATTTATATTG6CTCATGTCCAATATGACC 

GCCATGTTGACATTGATTATTGACTAGTTATTMTAGTMTCMTTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTT 

ACGGTAMTGGCCCGCCTGGCTGACCGCCCMCGACCCCCGCCCAnGACGTCMTMTGACGTATGTTCCCATAGTMCGCCMTAGGGACTTTCC 

AnGACGTCMTGGGTGGAGTATTTACGGTAMCTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTCCGCCCCCTAnGACGTCAATGA 

CGGTAMTGGCCCGCCTGGCAnATGCCCAGTACATGACCTTACGGGACTnCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATG 

GTGATGCGGTTnGGCAGTACACCMTGGGCGTGGATAGCGGmGACTCACGGGGATnCCMGTCTCCACCCCATTGACGTCMTGGGAGmGT 

nTGGCACCAAMTCMCGGGACTTTCCAAAATGTCGTAATAACCCCGCCCCGTTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATAT 

MGCAGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGCCTCCGC 

GGCCGGGMCGGTGCATTGGAACGCGGATTCCCCGTGCCAAGAGTGACGTAAGTACCGCCTATAGACTCTATAGGCACACCCCTTTGGCTCTTATGC 

ATGCTATACTGTTTTTGGCTTGGGGCCTATACACCCCCGCTCCTTATGCTATAGGTGATGGTATAGCTTAGCCTATAGGTGTGGGTTATTGACCATT 

ATTGACCACTCCCCTATTGGTGACGATACTTTCCATTACTAATCCATAACATGGCTCTTTGCCACAACTATCTCTATTGGCTATATGCCAATACTCT 

GTCCnCAGAGACT^CACGGACTCTGTATTmACAGGATGGGGTCCAmAmTnACAAATTCACATATACAACAACGCCGTCCCCCGTGCCC 

GCAGTTTTTATTAAACATAGCGTGGGATCTCCGACATCTCGGGTACGTGTTCCGGACATGGGCTCTTCTCCGGTAGCGGCGGAGCTTCCACATCCGA 

GCCCTGGTCCCATCCGTCCAGCGGCTCATGGTCGCTCGGCAGCTCCTTGCTCCTAACAGTGGAGGCCAGACTTAGGCACAGCACAATGCCCACCACC 

ACCAGTGTGCCGCACAAGGCCGTGGCGGTAGGGTATGTGTCTGAAAATGAGCTCGGAGATTGGGCTCGCACCTGGACGCAGATGGAAGACTTAAGGC 

AGCGGCAGAAGAAGATGCAGGCAGCTGAGTTGTTGTATTCTGATAAGAGTCAGAGGTAACTCCCGTTGCGGTGCTGTTAACGGTGGAGGGCAGTGTA 

GTCTGAGCAGTACTCGTTGCTGCCGCGCGCGCCACCAGACATAATAGCTGACAGACTAACAGACTGTTCCTTTCCATGGGTCTTTTCTGCAGTCACC 

GTCGTCGACCTAAGAATTCAGGTATGGCTGCTGGTTCTATCACTACCCTGCCAGCTCTGCCAGAAGACGGTGGTTCTGGTGCCTTCCCACCAGGTCA 

CTTCAMGACCCAAMCGTCTGTACTGCAAAAACGGTGGTTTCTTCCTGCGCATCCACCCCGACGGCCGAGTGGACGGGGTCCGCGAGAAGAGCGAC 

CCACACATCMCTACAACnCMGCAGMGAGAt^GGGGTTGTGTCTATCMGWGTGTGTGCAMCCG 

GAnACTAGCnCTMTGTGnACAGACGAGTGTnCTTT^ 

nGGTATGTGGCACTGAMCGMCTGGGCAGTATAMCnGGATCCAAMCAGGACCTGGGCA(W\AGCTATACTTTnC 

AGCTGATCTTAATGGCAGCATCTGATCTCATTTTACATGAAGCTTCCTAGGTATCGATCTCGAGCAAGTCTAGAAAGCCATGGATATCGGATCCACT 

ACGCGTTAGAGCTCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGT 

GCCACTCCCACTGTCCTTTCCTMTAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACA 

GCAAGGGGGAGGATTGGGAAGACAATAGCAGGGGGGTGGGCGAAGAACTCCAGCATGAGATCCCCGCGCTGGAGGATCATCCAGCTAGCAAGTCCCA 

TCAGTGATGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACCAAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGG 

CCTCAGTGAGCGAGCGAGCGCGCCAGCGATTCTCnGTTTGCTCCAGACTCTCAGGCMTGACCTGATAGCCTTTGTAGAGACCTCTCAAAAATAGC 

TACCCTCTCCGGCATGMmATCAGCTAGMCGGnGMTATCATAnGATGGTGAmGACTGTCTCCGGCCmCTCACCCGmGMTCmA 

CCTACACATTACTCAGGCAnGCAHTAMTAW 
AGGGTCATMTGTTlTFGGTACMCCGATnAGC^ 

GGATGTTGGMTTCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATATGGTGCACTCTCAGTACAATC 
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TGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACGCGCCCTGACGGGCTTGTCTGCTCCCGGCATCCGCTTACAGAC 
MGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAMCGCGCGAGACGAAAGGGCCTC6TGATACGCCTATTTTT 
ATAGGTTMTGTCATGATMTMTGGTTTCnAGACGTCAGGTGGCACTTnCGGGGAMTGTGCGCGGMCCCCTATnGnTATnnCTAAATA 

CAnCMTATGTATCCGCTCATGAGACMTMCCCTGATAMTGCnCMTMTGTACCCGTCMGMG^ 

GGGAGCGGCGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTCGCTTCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCA 

CACCCAGCCGGCCACAGTCGATGAATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTC 

GCCGTCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATCATCCTGATCGACAAGACCGGCT 

TCCATCCGAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAG 

CCATGATGGATACTTTCTCGGCAGGAGCAAGGTGAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGT 

GACMCGTCGAGCACAGCTGCGCAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGG 

TCGGTCTTGACAAAAAGAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGTTGTGCCCAGTCATAGCCGA 

ATAGCCTCTCCACCCMGCGGCCGGAGMCCTGCGTGCAATCCATCTTGTTCAATCATGCGAAACGATCCTCATCCTGTCTCTTGATCAGATCTTGA 

TCCCCTGCGCCATCAGATCCTTGGCGGCAAGAAAGCCATCCAGTTTACTTTGCAGGGCTTCCCAACCTTACCAGAGGGCGCCCCAGCTGGCAATTCC 

GGnCGCTTGCTGTCCATAAMCCGCCCAGTCTAGCTATCGCCATGTMGCCCACTGCAAGCTACCTGCTTTCTCTTTGCGCnGCGTnTCCCnG 

TCCAGATAGCCCAGTAGCTGACAnCATCCGGGGTCAGCACCGTTTCTGCGGACTGGCTTTCTACGTGTTCCGCnCCTTTAGCAGCCCTTGCGCCC 

TGAGTGCTTGCGGCAGCGTGMGCTGTCMTTCCGCGTTMnTnGTTMTCAGCTCATnnTMCCMTAGGCCGAMTCGGCAMTCCCT 

TATMTCAMGMTAGCCCGA(^TAGGGTTGAGTGTTGTTO 

GAAAMCCGTCTATCAGGGCGATGGCGGATCAGCnATGCGGTGTGAAATACCGCACAGATGCGTMGGAGAAMTACCGCATCAGGCGCTCTTCCG 
CTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGG 
GGATMCGCAGGMGMCATGCGGCGCGCCACATGTGAGCAMGGC^ 

ATAGGCTCCGCCCCCCTGACGAGCATCACAAAMTCGACGCTCMGTCAGAGGTGGCGAMCCCGACAGGACTATAAAGATACCAGGCGTTTCCCCC 
TGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGC 
TCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCG 
GTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGG 
TGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAA 



AGMGATCCTTTGATCTTnCTTACTGMCGGTGATCCCCACCGGMTTGCGGCCCATGncnTCCTGCGTTATCCCCTGATTCTGTGGATAACCG 
TATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACGC 
AAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGA 
CCTTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTGAT 




iTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCA 
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